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Margarida Archer Franco Frazão 
Born 26/ June/ 1968 in Lisbon; Portuguese nationality; Married, 5 children  
Instituto de Tecnologia Química e Biológica - Universidade Nova de Lisboa (ITQB – UNL)    
Av. Republica, EAN, 2780-157 Oeiras, Portugal  
Tel: +351 214469747, Fax: +351214433644, E-mail: archer@itqb.unl.pt 
 
Education 
1999  PhD degree in Biochemistry at Instituto de Tecnologia Química e Biológica - Universidade 

Nova de Lisboa, ITQB/UNL.  
1992 Degree in Applied Chemistry, major in Biotechnology (five year degree, final mark 17/20) at 

Faculdade de Ciências e Tecnologia, Universidade Nova de Lisboa, FCT/UNL, one 
Semester at “Eberhardt-Karls-Universität Tübingen”, Germany, through ERASMUS 
program (1990/91). 

 
Employment 
From 07/2003- Auxiliary Investigator at ITQB, Head of Membrane Protein Crystallography 
Laboratory 
2000/2001- Invited professor of Chemistry, at Faculty of Engineering - Portuguese Catholic 
University. 
1999/2003- Post-Doc at ITQB supervised by M. A. Carrondo.  
2002/2003- Invited Assistant Professor at Faculdade de Engenharia, Universidade Católica 
Portuguesa, Polo Sintra 
1995/99-  PhD student at ITQB, supervised by M. J. Romão in  collaboration with R. Huber (Nobel 
Prize Laureate in Chemistry, 1988), Max-Planck Institute, Martinsried by Munique, Germany 
1993/95-  Trainee at ITQB, supervised by M. J. Romão 
1991/92-  Trainee at ITQB, supervised by C. Arraiano 

1990/91-  Teaching Assistant at FCT-UNL (practical laboratory classes) 

 
Institutional and other activities 
Coordinator of the Free Option Unit, ITQB PhD Program, since 2012 
Coordinator of ITQB seminars (invited speakers within Associated Laboratory ITQB, IBET, IGC, 
CEDOC) 
National delegate of the European Crystallographic Association, ECA, since 2009  
 
Areas of Expertise 
Structutural Biology, X-ray Crystallography, Membrane Proteins, Disease-related proteins, CDP-
alcohol phosphatidyltransferases, Membrane Transporters, Sensor kinases, Sulfur metabolism, 
Structure-Function relationship 
 
Reviewing and Evaluation Activity 
Review panel for Acta Crystallographica Section F, since 2012 
Member of European Science Foundation (ESF) Pool of Reviewers, 2009-2011  
Panel Member for Irish Research Council for Science, Engineering and Technology (IRCSET) for 
postdoctoral proposal Assessment, since 2009 and bilateral agreements (FCT) 
Grant proposal evaluation for ESF, Romanian National Research Council Biotechnology and 
Biological Sciences Research Council (BBSRC), UK. 
 
Projects funded 
Research projects funded by FCT (Portuguese Foundation for Science and Technology): 6 as 
Principal Investigator (since 2001) and 22 as team member. Participant in Marie Curie Integrated 
Training Network (2008-2011) and 2 bilateral agreements (with UK in 2007/8 and Ireland in 
2009/10). 
 
Student supervision 
10 Post-Doc students (4 ongoing) 
5 PhD students graduated and1 ongoing 
2 master students graduated and 1 bachelor (licenciatura)  
10 graduate students (3 ongoing) 



 
 
 
Meeting organization 
International Masterclass “Structure and function of Membrane Proteins: a multidisciplinary 
approach”, ITQB (2013); Annual meeting  M Curie Network “Structural Biology of Membrane 
Proteins” (2009); Scientific committee of the International Conference “Hands-on Science”, Braga 
(2006); BioCrys Courses on “Fundamentals of modern methods in Biocrystallography”, ITQB (since 
2004, run every two years), ESF and MAX-INF Workshop “Membrane Proteins: the rocky road 
from gene to structure”, ITQB  (2005); 27

th
 Meeting of the FEBS, Lisbon (2001); FEBS Forum of 

Young Scientists “Protein Structure-Function, Trafficking and Signalling”, Oeiras (2001); Local 
organizing committee of the 17

th
 European Crystallographic Meeting, Lisboa (1997), Portugal. 

 
Languages 
Portuguese, English, (fluent talking, reading and writing), French and German (regular talking, 
reading and writing) 
 
Publications and communications 
35 Publications in peer reviewed journals 
6 Book chapters 
48 Communications and 15 Invited oral presentations at international and national meetings 
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